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Tyr 224(A)

Gly 143(A)

Gly 10(A)

Ile 16(A)

Asp 98(A)
Ala 100(A)

Ile 171(A)

Ile 231(A)

Gtp 600(A)

Asn 228(A)

Gln 11(A)

Ala 12(A)

Thr 145(A)

Asn 206(A)

Ser 140(A)

Asn 101(A)

Glu 183(A)

 MG 601(A)

Gln 15(A)

Val 177(A)

Ala 99(A)

Gly 144(A)

Lys 254(B)

Gly 146(A)


