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Trp 889(A)

Pro 255(A)

His 410(A)

Ala 404(A)

Gly 406(A)

Ser 227(A)

Gly 442(A)

Tyr 883(A)

Ser 272(A)

Gly 226(A)

Thr 886(A)

Mgd 1102(A)
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His 965(A)
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Val 885(A)
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