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Tdr 1108(A)

Ala 551(A)

Asn 609(A)

Ser 766(A)

Asn 736(A)

Gly 794(A)

Ala 552(A)

Glu 611(A)

Asn 668(A)

Gln 820(A)
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Ile 590(A)

Thr 737(A)

Val 815(A)

Fnr 1107(A)

Ser 550(A)
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