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Pro 72(A)

Gly 112(A)

Tyr 67(A)

Arg 312(A)

Pro 153(B)

Lys 71(A)
His 276(A)

Ile 311(A)

Ile 315(A)

Phe 70(A)

Ala 79(A)

Ser 111(A)

Ags 501(A)

Ser 116(A)

Lys 115(A)

Glu 187(A)

Thr 117(A)

Ser 114(A)

Thr 224(A)

Arg 128(B)
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