
3.31

2.94

3.16

3.05

2.93

2.91

2.77

2.72

3.25
3.15

2.69

3.18

 N3  C4 

 C2 

 N1  C6 

 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’

 O2’

 C3’

 O3’

 O4’

 C4’

 C5’

 O5’

 PA 
 O3A

 O2A

 O1A
 PB 

 O3B

 O2B

 O1B

 PG 

 O3G

 O2G

 O1G

MG  

 CG 

 OD2

 OD1

 CB 
 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  
 O  

 CA 
 N  

 C  

 O  

 CA 

 N  

 K  

 C  

 O  

 CA 

 CB 

 N  

 CB 

 CG2

 OG1 C  

 O  

 CA 

 N  

 C  
 O  

 CA 
 N  

 CG  OD2

 OD1

 CB 

 C  
 O  

 CA 
 N  

 CG  OD2

 OD1

 CB 

 C   O  

 CA 

 N  

 C  

 O  

 CA 
 N  

Gly 86(A)

Pro 31(A)

Asp 50(A)

Gly 413(A)

Met 29(A)

Ile 453(A)

Tyr 477(A)

Met 480(A)

Atp 601(A)

 MG 602(A)

Asp 494(A)

Thr 88(A)Thr 89(A)

Gly 414(A)

  K 603(A)

Ala 479(A)

Thr 87(A)
Gly 51(A)

Asp 85(A)

Asp 478(A)

Gly 30(A)


