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Pro 109(A)

Phe 280(A)

Pro 256(A)

Ile 302(A)

Tyr 306(A)
Ser 107(A)

Tyr 110(A)
Ala 281(A)

Gly 282(A)

Trp 142(A)

Ala 255(A)

Pro 279(A)

Sfg 401(A)

Asp 301(A)

Ser 283(A)

Ser 89(A)

His 253(A)

Phe 257(A)

Thr 285(A)

Asp 88(A)


